








Almquist, D. B., see Waller, J.R., 303 
Ayoub, E.M., see Yarnall, M., 83 


Bossard, P., see Karl, D.M., 125 

Bottcher, F., see Samsonova, I. A., 283 

Boyle, M.D.P., see Yarnall, M., 83 

Bradshaw, R.E. and Peberdy, J. F. 
Protoplast fusion in Aspergillus: selection of 
interspecific heterokaryons using antifungal in- 
hibitors, 27 

Broadaway, S.C., see Camper, A. K., 187 


Camper, A.K., LeChevallier, M.W., Broadaway, 
S.C. and McFeters, G. A. 
Evaluation of procedures to desorb bacteria 
from granular activated carbon, 187 

Capone, D.G., see McDaniel, J.A., 291 

Cappenberg, T.E. see Hordijk, C. A., 205 

Cohen, P.S., Solf, R., Suter, J. and Vosbeck, K. 
Quantitation of the rate of ingestion of Escheri- 
chia coli by human polymorphonuclear neu- 
trophils using [?H]uracil, 223 

Colwell, R.R., see MacDonell, M.T., 33, 247 

Coombs, J.P. and Peters, A.C. 
A simple method for making microelectrodes 
to measure oxygen, 199 

Corpe, W.A. 
A method for detecting methylotrophic bacte- 
ria on solid surfaces, 215 


Delcour, J., see Mahillon, J., 69 


Efstratiou, A. 
The preparation of antisera to the T-proteins of 
Lancefield group C and group G streptococci, 
141 


Field, K.G., see Sugar, A. M., 345 

Findlay, R.H., see Tunlid, A., 237 

Fox, A., Schallinger, L. E. and Kirkland, J.J. 
Sedimentation field flow fractionation of bacte- 
rial cell wall fragments, 273 


Author index 





Goettel, M.S. 
A simple method for mass culturing entomo- 
pathogenic Hyphomycete fungi, 15 

Guckert, J. B., see Odham, G., 331 


Hodel, S.L., see Waller, J.R., 303 

Hordijk, C. A. and Cappenberg, T.E. 
Sulfate analysis in pore water by radio-ion 
chromatography employing 5-sulfoisophthalic: 
acid as a novel eluent, 205 


Johns, R.B., see Nichols, P. D., 311 

Jones, J.G. and Simon, B. M. 
Measure of microbial turnover of carbon in 
anoxic freshwater sediments: cautionary com- 
ments, 47 


Karl, D. M. and Bossard, P. 
Measurement and significance of ATP and 
adenine nucleotide pool turnover in microbial 
cells and environmental samples, 125 

Karvonen, M., see Raty, R., 349 

Khachatourians, G.G., see Schappert, K.T., 43 

Kirkland, J.J., see Fox, A., 273 

Kleemola, M., see Raty, R., 349 

Koch, E., see von Graevenitz, A., 95 

Kiihn, I. 
Biochemical fingerprinting of Escherichia coli: 
a simple method for epidemiological investiga- 
tions, 159 


Larsson, L. and Odham, G. 
Injection principles in capillary gas chromato- 
graphic analysis of bacterial fatty acids, 77 
Larsson, L., see Odham, G., 331 
LeChevallier, M. W., see Camper, A. K., 187 


McClure, S., see Seviour, R.J., | 
McDaniel, J. A. and Capone, D.G. 

A comparison of procedures for the separation 
of aquatic bacteria from sediments for sub- 
sequent direct enumeration, 291 












362 


MacDonell, M.T. and Colwell, R.R. 
A microcomputer program for the computa- 
tion of free energy of the secondary structure of 
RNA oligomers by Ninio’s rules, 33 

MacDonell, M.T. and Colwell, R.R. 
Dot matrix analysis of nucleic acid sequences: 
an interactive microcomputer program, 247 

McFeters, G.A., see Camper, A. K., 187 

Mahillon, J. and Delcour, J. 
A convenient procedure for the preparation of 
highly purified parasporal crystals of Bacillus 
thuringiensis, 69 

Mayfield, C. 1. 
A simple computer-based video image analysis 
system and potential applications to microbiol- 
ogy, 61 

Mollica, M.L., van Elsas, J.D. and Penido, 
E.G.C. 
An improved method to detect acetylene-reduc- 
ing activity in Bacillus strains, 147 

Moriarty, D.J.W., White, D.C. and Wassenberg, 
T.J. 
A convenient method for measuring rates of 
phospholipid synthesis in seawater and sedi- 
ments: its relevance to the determination of 
bacterial productivity and the disturbance arti- 
facts introduced by measurements, 321 


Nichols, P.D., Shaw, P.M. and Johns, R.B. 
Determination of the double bond position and 
geometry in monoenoic fatty acids from com- 
plex microbial and environmental samples by 
capillary GC-MS of their Diels-Alder adducts, 
311 


Odham, G., see Larsson, L., 77 

Odham, G., see Tunlid, A., 237 

Odham, G., Tunlid, A., Westerdahl, G., Larsson, 
L., Guckert, J.B. and White, D.C. 
Determination of microbial fatty acid profiles 
at femtomolar levels in human urine and the 
initial marine microfouling community by ca- 
pillary gas chromatography-chemical ionization 
mass spectrometry with negative ion detection, 
331 


Parfitt, R.T., see Sewell, G.J., 21 
Peberdy, J. F., see Bradshaw, R.E., 27 
Penido, E.G.C., see Mollica, M.L., 147 
Peters, A.C., see Coombs, J. P., 199 
Pethica, L. M., see Seviour, R.J., | 





Raty, R., Karvonen, M. and Kleemola, M. 
A filtration method for harvesting Mycoplasma 
pneumoniae cells, 349 

Reis, K.J., see Yarnall, M., 83 


Salfinger, M., see von Graevenitz, A., 95 

Samsonova, |.A., Béttcher, F., Steinwehr, D. and 
Schilowa, B. 
A simple technique for random spore analysis 
of yeasts using nystatin, 283 

Schallinger, L. E., see Fox, A., 273 

Schappert, K.T. and Khachatourians, G.G. 
A yeast bioassay for T-2 toxin, 43 

Schilowa, B., see Samsonova, I. A., 283 

Seviour, R.J., Pethica, L.M. and McClure, S. 
A simple modified procedure for preparing mi- 
crobial cells for scanning electron microscopy, | 

Sewell, G.J., Soper, C.J. and Parfitt, R.T. 
Procedures for the quantitative analysis of mi- 
crobial N-dealkylation systems by gas-liquid 
chromatography, 21 

Shaw, P. M., see Nichols, P. D., 311 

Simon, B.M., see Jones, J.G., 47 

Sly, L.I. 
The use of disposable gas generating kits for 
the growth of hydrogen-oxidizing bacteria and 
the determination of hydrogen autotrophy, 7 

Solf, R., see Cohen, P.S., 223 

Soper, C.J., see Sewell, G.J., 21 

Steinwehr, D., see Samsonova, I. A., 283 

Sugar, A. M. and Field, K.G. 
A rapid method for the preparation of Blasto- 
myces dermatitidis conidia, 345 

Sullivan, C. W., see Taylor, G.T., 101 

Suter, J., see Cohen, P.S., 223 


Taylor, G.T. and Sullivan, C. W. 
The use of '*C-labeled bacteria as a tracer of 
ingestion and metabolism of bacterial biomass 
by microbial grazers, 101 

Trevors, J.T. 
Bacterial plasmid isolation and purification, 
259 

Tunlid, A., Odham, G., Findlay, R.H. and White, 
D.C. 
Precision and sensitivity of the measurement of 
ISN enrichment in D-alanine from bacterial cell 
walls using positive/negative ion mass spec- 
trometry, 237 

Tunlid, A., see Odham, G., 331 








van Elsas, J.D., see Mollica, M.L., 147 

von Graevenitz, A., Koch, E. and Salfinger, M. 
Comparison between radiometric and propor- 
tional methodologies in susceptibility testing of 
mycobacteria other than tubercle bacilli 
(MOTT), 95 

Vosbeck, K., see Cohen, P.S., 223 


Waller, J.R., Hodel, S.L. and Almquist, D. B. 
An evaluation of five techniques used to detect 
deoxyribonuclease production by bacteria, 303 
Wassenberg, T.J., see Moriarty, D.J.W., 321 
Westerdahl, G., see Odham, G., 331 
White, D.C., see Tunlid, A., 237 


363 


White, D.C., see Moriarty, D.J.W., 321 
White, D.C., see Odham, G., 331 


Yarnall, M., Reis, K.J., Ayoub, E.M. and Boyle, 
M.D.P. 
An immunoblotting technique for the detection 
of bound and secreted bacterial Fe receptors, 
83 

Yates, I.E. 
Differential sensitivity to mutagens by Photo- 
bacterium phosphoreum, 171 

Yates, 1. E. 
Cytotoxicity and mutagenicity of aflatoxins G, 
and G, in Photobacterium phosphoreum, 181 








365 


Subject index 





Acetate determination, 47 
Acetate metabolism, 47 
Acetylene reduction test, 147 
Acidified mercuric chloride, 303 
Adenine nucleotide pool, 125 
Aflatoxins, 181 

B,, 43 
Agar impression method, 215 
D-Alanine, 237 
Antigen preparation, 349 
Aspergillus, 27 
ATP turnover, 125 
Autotrophic growth, 7 


Bacillus, 147 
Bacillus thuringiensis, 69 
Bacteria, 291 
Bacterial viability, 223 
Bacterial acids, 77 
Bacterial activity, 321 
Bacterial cell wall, 237 
fragments, 273 
Bacterial desorption, 187 
Bacterial productivity, 321 
Bacterioplankton, 101 
Bactivore, 101 
Bioassay, 43 
Biochemical tests, 159 
Biofilm, 199 
Bioluminescence, 171, 181 
Blastomyces dermatitidis, 345 


Capillary gas chromatography, 331 
Capillary gas chromatography/ mass spectrometry, 


237 
Carbon, 187 
Carbon-14 radioassay, 101 
Characterization, 159 
Chlorophyll analysis, 61 
Ciliated protozoa, 101 
Colony, 199 
Community structure, 311 
Computerized tests, 159 
Computer program, 247 


Conidia, 345 

Crystal separation, 69 
Cunninghamella echinulata, 21 
Cytochalasin B, 223 
Cytotoxicity, 171 


Delta-G, 33 
Deoxyribonuclease, 303 
Derivatization, 311 
Diels-Alder adducts, 311 
Disturbance artifact, 321 
DNase, 303 

Dot matrix, 247 

Drug molecules, 21 


Energy flux, 125 
Entomopathogenic fungi, 15 
Enumeration, 291 
Epidemiology, 159 
Escherichia coli, 159, 331 
Fatty acid analysis, 331 

Fe receptor, 83 

Femtomolar sensitivity, 331 
Fluorescence, 291 
Fluorescence microcomputer image-analysis, 61 
Free energy, 33 

Fungal culture, 15 


Gas chromatography-mass spectrometry, 311 
GLC analysis, 21 

Group C streptococci, 141 

Group G streptococci, 141 

Growth rate, 125 


Hydrogen autotrophy, 7 
Hydrogen oxidizing bacteria, 7 
Hyphomycetes, 15 


Immunoblotting technique, 83 
Indirect photometric chromatography, 205 
Initial fouling community, 331 


Metabolism, 125 
Methyl green, 303 





366 


Methylotrophic bacteria, 215 
Microbial biomass, 15 
Microbial cell preparation, | 
Microbial control, 15 
Microbial N-dealkylation, 21 
Microelectrode, 199 
Microfluorometry, 61 
Microorganisms, 125 
Microspectrophotometry, 61 
Microzooplankton, 101 
Monoenoic fatty acids, 311 
Mutagenicity, 171 

Mutagens, 171, 181 
Mycobacteria, 95 
Mycoplasma pneumoniae, 349 


Negative ion mass spectrometry, 331 
Ninio’s rules, 33 

Nucleic acids, 247 

Nystatin, 283 


Oxygen, 199 


Parasporal crystals, 69 
Particle size distribution, 273 


Peptidoglycan-containing complex isolation, 273 


Phagocytosis, 223 
Phospholipid synthesis, 321 
Polymorphonuclear neutrophils, 223 


Positive/ negative ion chemical ionization, 237 


PPFM, 215 

Procedure evaluation, 187 
Proportional methodology, 95 
Protoplast fusion in fungi, 27 








Radiolabelling, 223 
Radiometry, 95 

Random spore analysis, 283 
RNA secondary structure, 33 


Scanning electron microscopy, | 


Sedimentation field flow fractionation, 273 


Sediments, 47, 291, 311, 321 

Selected ion monitoring, 237 
Selection using inhibitors, 27 
Sequence, 247 

Stable isotope labeling, 237 
Streptococcal cell wall fragments, 273 
Sulfate reduction, 205 

Sulfolipid synthesis, 321 
Susceptibility test, 95 

System peaks, 205 


Tangential flow filtration, 349 
Toluidine blue O, 303 
Toxicity, 181 

T-proteins, 141 
Trichothecenes, 43 

T-2 toxin, 43 

Turnover, 47 


Uracil incorporation, 223 
Urinary tract infection, 331 
Urografine, 69 

Verrucarin A, 43 


Yeast, 43, 283 


Zearlenone, 43 











